Colletotrichum fructicola is a causal agent of strawberry anthracnose and a major economic pathogen of horticultural and ornamental crops worldwide. Here, we present an annotated draft genome sequence for a C. fructicola isolate previously used for transcriptomic analysis. The assembly totals 58.0 Mb in 477 contigs with 18,143 predicted genes.
both present and complete in the assembly. Published RNAseq data from different stages of plant infection (GenBank accession numbers SRR5194993, SRR5194994, and SRR5194995) (5) were aligned to the genome using STAR v.2.5.3a (10) . These alignments were used to train prediction of gene models using BRAKER1 v.2.0 using the fungal option and CodingQuarry v.2.0 run in pathogen mode (11, 12) . A total of 18,143 genes were predicted, encoding 18,447 proteins, with 16,459 of these proteins predicted from BRAKER1 and supplemented with a further 1,684 genes predicted by CodingQuarry that were located in intergenic regions of BRAKER1 gene models. Functional annotation was performed using InterProScan v.5.18-57.0 (13) and with BLASTp (E Ͻ 1 ϫ 10 Ϫ100 ) searches against the March 2018 release of the SWISS-PROT database (14, 15) .
Genes that play a putative role in pathogenicity were identified from predicted gene models. SignalP v.4.1 and TMHMM v.2 were used to predict genes encoding secreted proteins (16, 17) , from which carbohydrate-active enzymes were predicted using dbCAN and the CAZy database classification system (18, 19) . Furthermore, proteins with an effector-like structure were predicted using EffectorP v.1.0 (20) ( Table 1) . Default parameters were used for software unless otherwise noted.
Data availability. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number SSNE00000000 (BioProject number PRJNA532407). This version of the project has the accession number SSNE01000000 and consists of sequences deposited under the GenBank accession numbers SSNE01000001 to SSNE01000447. The raw reads are available on the NCBI SRA database under accession number PRJNA532407. 
